Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.014 Å; R factor = 0.068; wR factor = 0.222; data-to-parameter ratio = 20.7.
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Experimental
Crystal data [ZnBr 2 (C 13 
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2004) T min = 0.341, T max = 0.367 (expected range = 0.265-0.286) 14138 measured reflections 3787 independent reflections 1974 reflections with I > 2(I) R int = 0.068 Refinement R[F 2 > 2(F 2 )] = 0.067 wR(F 2 ) = 0.222 S = 1.00 3787 reflections 183 parameters H-atom parameters constrained Á max = 1.12 e Å À3 Á min = À0.90 e Å À3 Table 1 Selected geometric parameters (Å , ). Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. (Biswas et al., 2008; Wu et al., 2008; Kawamoto et al., 2008; Ali et al., 2008; Habibi et al., 2007) , and their metal complexes are of great interest in many fields (Chen et al., 2008; Yuan et al., 2007; Tomat et al., 2007; Darensbourg & Frantz, 2007) . Zinc(II) is an important element in biological systems, functions as the active site of hydrolytic enzymes, such as carboxypeptidase and carbonic anhydrase where it is in a hard-donor coordination environment of nitrogen and oxygen ligands (Lipscomb & Sträter, 1996) . In this paper, a new zinc(II) complex, (I), Fig. 1 , with the Schiff base ligand 2-ethoxy-6-[(3-methylaminopropylimino)methyl]phenol has been synthesized and structurally characterized.
The Zn II atom in (I) is four-coordinated by the imine N and phenolate O atoms of the zwitterionic form of the Schiff base ligand and by two Brions in a tetrahedral coordination geometry. The coordinate bond lengths (Table 1) are typical and comparable to the corresponding values observed in other similar zinc(II) Schiff base complexes Wei et al., 2007; Qiu, 2006) .
In the crystal structure, adjacent molecules are linked through intermolecular N-H···O hydrogen bonds (Table 2) , forming chains running along the b axis ( Fig. 2) .
Experimental
The Schiff base compound was prepared by the condensation of equimolar amounts of 3-ethoxysalicylaldehyde with Nmethylpropane-1,3-diamine in a methanol solution. The complex was prepared by the following method. To an anhydrous methanol solution (5 ml) of ZnBr 2 (22.5 mg, 0.1 mmol) was added a methanol solution (10 ml) of the Schiff base compound (23.6 mg, 0.1 mmol) with stirring. The mixture was stirred for 30 min at room temperature and filtered. Upon keeping the filtrate in air for a few days, colorless block-shaped crystals were formed at the bottom of the vessel on slow evaporation of the solvent.
Refinement
All H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with C-H distances in the range 0.93-0.97 Å, N-H distances of 0.90 Å, and with U iso (H) = 1.2U eq (C,N) and 1.5U eq (methyl C). The structure contains a solvent accessible void of 58 Å 3 , which might accommodate a disordered methanol solvent molecule. Fig. 1 . The molecular structure of (I) with ellipsoids drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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